Objectives There are some studies to show that bone morphogenetic protein 7 (BMP7) is a key factor regulating brown adipogenesis and has a significan impact on the regulation of energy expenditure and obesity. And human BMP7 maps to chromosome 20q13, a susceptibility locus for obesity. BMP7 represents a strong biological and positional candidate for a susceptibility factor for obesity. Objective To investigate the association between the genetic variations of functional region in Bone Morphogenetic Protein (BMP7) gene and obesity in Uygur population. Methods The case-control study was conducted based on epidemiological investigation. The all exons, segmental introns and the promoter regions of BMP7 gene were sequenced in 48 Uygur obese patients. Representative variations were selected according to the minor allele frequency (MAF) and linkage disequilibrium and genotyped using the TaqMan PCR method in 1063 Uygur individuals, a relatively isolated general population in a relatively homogeneous environment and a case-control study was conducted to analyse the association between genetic variations of BMP7 gene and obesity. Results The five novel and eight known variations in the BMP7 gene were identified. All genotype distributions were tested for deviations from Hardy-Weinberg equilibrium ( p>0.05). There were no significant differences of genotype distribution of rs6025422 between obese and control groups in general and young adults (age<60 years) p<0.0125), but there were significant differences in Heart 2012;98(Suppl 2): E1-E319 E101
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